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METHOD IN CLARITY

Instrumental and processing parameters within one document

Can be sent to HW directly from Method Setup
Stored as *met file in current project folder

Method Setup My_Method - #1; 9/26/2023 1:32:32 PM m] X
B = H W R | & o
New Open.. Save Saveas.. Report setup...  Audtt trail... Sendm:t‘hodby Help
emai...
Common for all detectors
Method Description
thod for
Me my sample]| e i
Con Run Time:
Mobile Phase
30 [min]
Flow Rate 90 ml/min
Pressure 1,2 bar
Detection B0 @ External Start/Stop
Temperature 45 °C - 5min, 8 °C/min, 125 °C - 0 min, 30 °C/min, 230 °C - 5 min e
(O Start - Restart
Note
(O start - Stop
Oup <7 =
JE—————
Olosey = = ,
Event Table Ac c Advanced ‘
H o Cancel 3 send Method I |
P0O09/1008B 14/05/2025 BASIC OPERATIONS / METHOD

Fi Instrument 1

Instrument Method Analysis Evaluation Setting Window Help ‘A

=/ B P (£ [Z] M

Method Setup  Single Analysis  Sequence Device Monitor Data Acquisiti... Chromatogram Calibration
© Ready >
Status: Ready to start run

Sent method: My_Method

Bl WORK1 2 Administrator

For help press F1.
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METHOD DEVELOPMENT
PROPOSED WORKFLOW

|

Set acquisition parameters

i

Enter sample information (optional)

|

Acquire the first chromatogram

v

Optimize integration parameters

|

Store the method for further analyses
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METHOD DEVELOPMENT

METHOD SETUP

Method Setup Defaultl - 25 10.12.2024 1341:11

(m) X Method Setup Default1 - #6; 10122024 13:45:14 a X

E=E A E B B [

Save  Saveas.. Repotsetup...  Audttrail.. | Send method by
ema.
Gradent Table
Tme | A ] C D Flow
] | [%] (%] (%] [%] | [mljmin]
1 el 00 00 00 1000 0,000
2 05 00 300 00 70 10000
3 1,00 30,0 300 40,0 00
4
[mimig A BUCID o)
10 teo &
;] e 3
L. % g
B tao g
0= T, T T T 0
0,0 02 04 06 08 .0
Time fin]

) ‘ E=R ¥
New Open.. Save

Help

Select GC 6C1

Oven vyalve Extenal UPC  Llog

# R & o

Savess.. | Repotsetwp.. Audirai. Sendm"gwby Help
e

Enabled

Oven Program
Mode Isothermal %
Stancby Fiow 1 mLfmin
Run Time [min] 10,0
Time to Standby 0
] Za Configuration
Stanchy Time 0 min Init. Temp[C] S0 off v
Init. Time[min] W
Setup
Max. Temp[°C] 450 () Auto Run Start OpostRun
Equ. Time [min] 1 Repeats (] Temp[°C] 0
Ide State T
o - ([cryo. cooling Liquid N2 Cyde Time[min] 0 ‘Time [min] 2
O il Cryo. Fast Cooling ) AutoReady Ren S
O standby
O Initial - Standby
Status Demo Mode: Not Ready (Method has not been sent) From GC

Options...

|EventTable  AS |iCGradent| LC  Measrement Acistion Themestat Aur.Devices Integration PDAMethod Caliation Advanced Aux. Sgnaks |

|EventTable | GC | Measurement Acqusiton Integraton Caluation Advanced |

H ok Cancel

Fi Instrument 1

Instrument  Method  Analysis  Evaluation ~ Setting

<3 Send Method

/| e @ Mo
MethodSetup Bingle Anaysis  Sequence  Device Montor Data Acquisiti.. Chromatogram  Calibration
© Ready >
Status: Ready to start run .

Sent method: My_Method

ESIWORKI & Administrator

For help press F1.

P009/100B 14/05/2025
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Accessed from Instrument window

Available tabs are dependent on

used configuration

PAGE5



METHOD SETUP
MEASUREMENT TAB

Description
- Informative

Autostop & Run time
External Start/Stop

Method Setup Ethanol in blood - #3; 9/26/2023 2:03:37 PM

E = A &

R

&

Save Saveas.. | Reportsetup.. Audttral.. | Sendmethod Help
e-mail...
Common for all detectors
/ Method Description N\ § .
DEMO Example - GC - Autosampler - Ethanol in blood
@ Enable Autostop
Column db 624-30m-3.0u-0,32id P
Mobile Phase hydrogen . i)
min.
Flow Rate 50 em/min
Pressure 5.57psi S g
; FID f )
Detection @ External Start/Stop
Temperature Ramped to 225 © Start Only
(O start - Restart
Note short linear velocity 50 cm/sec
column initial 45 deg (O start - Stop
Oup 5
©Down L
\ J L )
Event Table ' Measurement = Acquisiton Integration Calculation Advanced
H o Cancel «d Send Method
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METHOD SETUP
ACQUISITION TAB

Device-specific
Cannot be modified
during acquisition
“Enabled” checkbox

P009/100B 14/05/2025

Method Setup Ethanol in blood - #3; 9/26/2023 2:03:37 PM

R | & @©

Send methodby = Help

B = A W
New  Open...

Save Saveas. Report setup...  Audit trail...

e-mail...
Select Detector Colibrick - 2 || @ Enabled
Colibrick - 1
ONonic m
Colibrick - 3
Method Properties Colibrick - 4
)
Range  12123mv v
Sample Rate  25Hz v
Configuration: Bipolar
Offset: omv
Det Status Demo Mode: Not Ready (Method has not been sent) Det Status...

Event Table Measurement ' Acquisiton Integration Calculation Advanced

H o«

Cancel

BASIC OPERATIONS / METHOD DEVELOPMENT / METHOD SETUP / ACQUISITION TAB

«d Send Method



METHOD SETUP
SIGNAL RANGE

Signal out of range = loss of information
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METHOD SETUP
SAMPLE RATE

Too low = not enough datapoints per peak = incorrect results
‘Correct”rate is dependent on HW and analytical application

- GC detectors — usually 25-50 Hz

- LC and Spectral detectors — according to application and HW parameters

Height 1289 mV

—

Height 1278 mV

/M

\

Low Sample Rate
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METHOD SETUP
INTEGRATION TAB

P009/100B 14/05/2025

Parameters are applied to measured
chromatograms

Integration table is separate for each
signal
Selection of integration algorithm

BASIC OPERATIONS / METHOD DEVELOPMENT / METHOD SETUP / INTEGRATION TAB

Method Setup Ethanol in blood - #6; 9/26/2023 5:01:09 PM

= 4= o
BE = A 7 & ©
New Open.. Save Saveas.. Report setup...  Audit trail... Send method by Help
e-mail...
Select Detector Colibrick - 1 v | @ Enabled Integration Algorithm  Wave
Colibrick - 2
Chromatogram Time A Time B value
Operation [min] [min]

Global Peak Width 0.020 min

Global Threshold 0.0500

Global Filter - Bunching 1

Global Baseline Slope 0.300 /min

Integration Interval 5.000 25.000
EventTable Measurement Acquision Integration = Calculation Advanced
H ox Cancel «J send Method
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METHOD SETUP
INTEGRATION PARAMETERS

h Global parameters
- Peak width, Threshold, Bunching, Slope

> Integration Interval
P Other interval and peak functions

Threshold

= peak width
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METHOD SETUP
CALCULATION TAB

Method Setup Ethanol in blood - #7; 9/26/2023 5:19:21 PM o
— . B EH W R ¥ | o
Calibration that is linked to measured New Open.. Sme Swess. | Feotsp. Adkusl. | Sdmebodby | Hab
chromatograms o e
1 Calibration File Scale
Calculation type ek Tane) SR Vew | usesca Foctr
. X X Set... New... Clone... None Scale Factor 1
Calibration cloning ——— e -
Author  Pone
Desaiption  DEMO Example - Ethanol in blood LOKERSed peats
Response Base: Area N
Created Modified ResponseFactor 0 [Am[Rsp]
Fl30,‘1995 2:20:18 PM I?llZJ2023 10:46:48 PM
Report in Result Table Calibration Cloning In Sequence
() Hide ISTD Peaks © All Peaks s %L_%D)| N
() All Identified Peaks
() All Peaks in Calibration
EventTable Measurement Acquisition Integration @ Calculation | Advanced
H o Cancel «d Send Method

P009/100B 14/05/2025
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METHOD DEVELOPMENT
SINGLE ANALYSIS — FIRST RUN

FA Instrument 1

Instrument Method Analysis Evaluation Setting Window

4 ¥

ﬁ Single Analysis

Method Setup  Single My_Method Device Monitor
© Ready
Status: Ready to start run

Sent method: My_Method

\ View Single Analysis dialog with method: My_Method

Help \A
! —
@ =Z M K
Data Acquisiti... Chromatogram Calibration
>
&3 DEMO1 2 Administrator

P009/100B 14/05/2025 BASIC OPERATIONS / METHOD DEVELOPMENT / SINGLE ANALYSIS
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SINGLE ANALYSIS

ANALYSIS TAB o et 0
Sample ID Batch-#95
0 0 Sample-#
Enter sample information = =
Enter file name S 0 ISTO1 Amaunt 500
- Use variables by clicking  » et ! T
Sample Type Unknown Level 1
Method My_Method Edit Method. ..
Analysis | PostRun Settings  User Variables
Control
«J  Sendmethod €  Abort i%i  Snapshot

8 Use Autosampler Vial
-#95_Sample-#02_My_Method_26_09_2023_1)
| %Qq_%Q_%J_%D_%n | »
(") Enable File Overwrite Data Recovery...
(o ) cone oo
P009/1008B 14/05/2025 BASIC OPERATIONS / METHOD DEVELOPMENT / SINGLE ANALYSIS / ANALYSIS
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SINGLE ANALYSIS
POST RUN SETTINGS TAB o

@ Open in Chromatogram Window
) ) (JPrint Results Report Style
Automatic operations after the end of Pt seclyss | e
Export Data
i () Open in Calibrati indow
ana|yS|S [JJOpen C}wuﬂalnbg'mamwwiﬂ\smred Calibration
(Jindude Chromatogram in SST

() Export Chromatogram in AIA Format
() Export Chromatogram in TXT Format
[C)Export Chromatogram in EZChrom Ascii Format
[C) Export Chromatogram in Multidetector Format

Program to Run

Parameters

Analysis | Post Run Settings = User Variables

Control
+«J  Sendmethod Inject & Run [ | Stop €  Abort i%i  Snapshot
B Use Autosampler vial 2
Chromatogram File Name (Data\Batch-%95_Sample-202_My_Method_27_09_2023_1)
%q_%Q_%J_%D_%n »
() Enable File Overwrite Counter 1 Data Recovery...

[ ] cone Hep
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SINGLE ANALYSIS
SENDING METHOD

Single Analysis (m]
Sample ID Batch-#95
Sample Sample-202
Comments
Amount 0 ISTD1 Amount 500
Dilution 1 Inj. Volume [p] 10
Sample Type Unknown v Level 1
Method My_Method o Edit Method...
Analysis | Post Run Settings User Variables
Control
3  Send method Inject & Run [ ] Stop &  Abort i%i  Snapshot
18 Use Autosampler vial 2

Chromatogram File Name (Data\Batch-#95_Sample-#02_My_Method_26_09_2023_1)
%q_%Q_%)_%D_%n

[J) Enable File Overwrite Coirterll 1

i

P009/100B 14/05/2025

»

Data Recovery...

Help

Single Analysis o X

Sample ID Batch-295

Sample Sample-202

Comments.

Amount 0 I1STD1 Amount 500

Diution 1 Inj. Volume [ul] 10

Sample Type Unknown v Level 1

Method My_Method Edit Method...

Analysis | PostRun Settings  User Variables

Control

> Inject &Run B Stop @  Abort i Spapshot
18 Use Autosampler vial 2
Ch File Name (D. #95_Sample-£02_My_Method_27_09_2023_1)

| Fi Instrument 1

Instrument Method Analysis Evaluation Setting Window Help ‘).
] - -

/L e @ B n

© Ready
Status: Ready to start run
Sent method: My_Method

B3l WORK1

For help press F1.

Method Setup  Single Analysis  Sequence Device Monitor Data Acquisiti... Chromatogram Calibration

>

2 Administrator

BASIC OPERATIONS / METHOD DEVELOPMENT / SINGLE ANALYSIS / SENDING METHOD
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METHOD DEVELOPMENT
DATA ACQUISITION

Single Analysis a X
Gamen Batch-#35 Fi Instrument 1
Sample Sample-#02 instrument Method Analysis Evaluation Setting Window Help | »
Comments
. . -
Amount 0 ISTDL Amount 500 -_'l b Al /.
——— St = [
, ! ] ‘¥ ( M :

Diluton 1 Inj. Volume (1] 10 |
Sample Type Unknown R Level 1 Method Setup ~ Single Analysis  Sequence  Device Monitor |Data Acquisiti... |Chromatogram  Calibration
Method My_Method e Edit Method... . & . .

I Running © 006min/1200min W @

Status: Acquisition running

Sent method: My_Method

Analysis Mode: Single Analysis

P e o Chromatogram:  Data\Batch-#95_Sample-#02_My_Method_27_09_2023_1
Injection: Vial: 2
- Sample: Sample-#02

Sample ID Batch-#95

18 Use Autosampler Vial 2
il WORK1 2 Administrator

(Chromatogram File Name (Data\Batch-#95_Sample-#02_My_Method_27_09_2023_1)

View Device Monitor window
%aq_%Q_%]_%D_%n 4
[DJEnable File Overwrite Counter 1 Data Recovery...

Co ] | ome -
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DATA ACQUISITION
MONITORING ANALYSIS

Functions
- Snapshot — Temporary chromatogram
- Abort — End analysis, no chromatogram saved
- Stop — End analysis, save chromatogram

Parameters — Only influence view, not data itself

Instrument 1 - Data Acquisition (Data\Batch-#95_Sample-#02_My_Method_2

File Analysis Display View Window Hep DAFA M2 0 @ @

_ (m]m H lTlmEme 0 To 5 min | SignalFrom -10  To 1000 ImV Common for All Signaie

Noise: 0.0000mV 0.0000 mV

— DEMO-1
— DEMO -2

0.8+

Voltage

Time

Time: 0.33 min / 12.00 min 0.000 mV/ 0.000 mV

P009/100B 14/05/2025 BASIC OPERATIONS / METHOD DEVELOPMENT / DATA ACQUISITION
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METHOD DEVELOPMENT

FIRST CHROMATOGRAM

Optimize integration
- Global parameters
- Integration interval
- Other functions

Change integration algorithm

A4 Instrument 1 - Chromatogram *Data\wine_Sample - UV detector” (MODIFIED)
File Edit Display Chromatogram Method Results SST View Window Hep (AR LZE A @ @
EAO® AEE & D s FREE] W S I R I I R R

— Data\Wine_Sample - UV detector

ol |2
v } Global parameters oo St o

064 i
5 2] =
£ . o b
0 if ] : 3 o 2
Modify pea - ;
A R ] & 2 =
2 = = A ©
°% = amen 3 N =
8 nang 3 2
0.04 )00 000 ask]. J s L
4 ~ b el | 8 B T T '
o 1 2 3 4 5 6 7

Integration Algorithm (Common for Al Signals) Wave

Modif’yubls?gwé?:ﬂemﬂ Waverev. 1
Gper

Chromatogram Time A Time B
ton ] mn] e
0. 100 min
0.3000 mAU|
1
0.000 mAU/min

¥R hElPOPRPRERT | FETFarB PP
\

Additional integration parameters

> ]

0N Results Al Signals Results Summary E Conditions SST Results -

4% For help press F1. Overlay
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CHROMATOGRAM
SAVING OPTIMIZED METHOD

Save as template — saves entire method from chromatogram

- |nStrU mental pa rt AA Instrument 1 - Chromatogram "Data\Wine_Sample - UV detector" - #13; 023 1 PM
Inte ration File Edit Display Chromatogram | Method | Results SST View Window Hep (AR @0 f @
9 EoE EGE Catciation |4 HLE M4 [l nnmaa
H H 1 Integration
- Linked calibration  |&
#H 1 — Data\Wine_Sample - UV detector
- EtC TN l Save as Template... ‘ — Data\Wine_Sample - RI detector
y] i setModel... - o
1.8 06 I =
A _5 Copy from Model z % . u
0.4 5 Copy from Template Method... E R 8
ad 2 o £ 9 g g
'y 0.2- g Copy from Chromatogram... o ~ - w 2
T 2 /, T
4l oo T e e T s SR Se S
w T T T T T T T
LA 0 1 2 3 4 5 6 7
Sp Time {min]
[
= ( Integration Algorithm (Common for Al Signals) Wave -
R Integration Table
'y Data\Wine_Sample - UV detector, Integration Algorithm: Wave rev. 1
A Chromatogram Time A Tme B Valve
&~ Operation [min] [min]
a Vidth 0.074min
old 2.0000 mAU
Bunching 2
A eline Slope 10.000 mAU/min
Do | | ntegration Interval 0.766 7.487
A
<
1%
x Results All Signals Results Summary Conditions SST Results -
¥ Save the active method as template Overlay
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SEQUENCE

Analyze many samples using autosampler
- Can be used with manual injection

Utilize optimized method from previous steps
Fi Instrument 1

Window

Instrument Method Analysis Evaluation Setting

=, > -* ') >
=4 [. (L M

- m Sequence - |

Noname
Method Setup  Single Analysis ~ Sequemce pevice Monitor  Data Acquisiti... Chromatogram Calibration
© Ready >
Status: Ready to start run
Sent method: My_Method
B WORK1 & Administrator

| View window for MNoname

PAGE 21
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SEQUENCE
SEQUENCE TABLE 1/3

(I |

Status
Vial information

Sample information

Values for additional calculations
Injection volume — important for autosampler
M Instrument 1 - Sequence Demo' = lgf 3%
File Edit Sequence View Window Help [AEL A& Lz @
E= HRE. O KB ez o [ & 8.
Stats Rn| sV v V[ sampen | sampe [F2Ole | STOL | ogpon (IVON|  He (Sanle,, Methed | ROt | open O prnt
1 | ] 1 1 1fstd_t Halocarbons | 0,000 2,000 1,000| 5,000/%Q-%q_%R Standar 1 Demol ] O O
2 | 2 2 1std_2 Halocarbons | 0,000 2,000 1,000| 5,000|%Q-%q_%R Standar 2 Demol O O 0O
3 | ] 3 3 1fstd_3 Halocarbons|| 0,000/ 2,000 1,000| 5,000|%Q-%q_%R |Standar 3 Demol O O ]
4 | 4 4 1std_4 Halocarbons | 0,000 2,000 1,000 | 5,000/ %Q-%q_%R |Standar 4 Demol O 0O =&
5 | | 5 8 2|sample Halocarbons | 0,000 2,000 1,000| 5,000/ %Q-%gq_%... Unknow Demol Analysis O O
6 [] A (.
For help press F1. Single Analysis: No method sent - Ready to send method or start Vial: 1/1Inj.: 1 /)

P009/100B 14/05/2025
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SEQUENCE
SEQUENCE TABLE 2/3

File name — usable variables

Sample type (+ Levels for standards)
Acquisition and printing methods
Automated post run actions

M Instrument 1 - Sequence Demo — 0O X
File Edit Sequence View Window Help [AEA AA Lz @
EE - ARE. O & o o @ & 8.
Sample = ISTD1 Inj.Vol. File Method Report Open .

Status Run sV EV IN  Sample ID Sample mncrnt iAo Dilution [ N Tyee ] A Style Open Calib. Print
1 | . 1 1 15td_1 Halocarbons| 0,000 2,000 1,000 5,000 |%Q-%Q_%R [Standar  1|Demol O O O
2 | 2 2 1/5td_2 Halocarbons| 0,000 2,000 1,000 5,000 |%Q-%q_%R |Standar  2|Demo1 O O O
3 || 3 3 15td_3 Halocarbons 0,000/ 2,000 1,000 5,000 |%Q-%q_%R [Standar 3|Demo1 O O O
El) 4 4 15td4 Halocarbons 0,000/ 2,000 1,000 5,000 |%Q-%q_%R |Standar  4|Demo1l O o ™
5 | 5 8 2 Sample Halocarbons 0,000 2,000 1,000 5,000 |%Q-%q_%... ow Demo1 Analysis O O
5 [ — o0
For help press F1. Single Analysis: No method sent - Ready to send method or start sequence Vial: 1/Inj.: 1
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SEQUENCE
SEQUENCE TABLE 3/3

Hidden columns — setup columns dialog
- Accessible from local menu
- Applicable to most tables in Clarity

Setup Columns 23
Table Properties
Hide Columns. Show Columns
Comments Show All Status T
ISTD2 Amount
- i
ISTD4 Amount EV
B instrument 1 - Sequence e S I ISTDS Amount i w
Fle Edt Sequence View winoow Hep DVEL A LZE el Lillichae 5“’”"":1“ ks
B BEEDC X [ozs = [wy e 1STD8 Amount Hide Al Sample Amount Report |
Stabs R SV B IV SoroeD | Sampie i ’ ¢ : : 3 352 il
% Restore Default Columns | ﬂmwa:l ?:Jrrmzb[:]t O
e =7 BT T ] e vt e fiame g
Iz 3 3 1lsws Halocarbons 0 AnalysisUservar3 Sample Type v O
RTINS R =~ = L) T — o O
: -% s 8 2Sempe  Holocabors 00 Show Hidden Columnis) E""""ﬁff Me&»o:lsN;ve\e Analysis
Fornelp press F1. singie Anaysis: o | Export TXT Open n U
Export E2Chrom Ooen Calb. or start sequence Viak 1/1nj.: 1
Selected Column(s) Properties
MNo.: () Places Decimal Places 0
{8 Use Default Font
Font... Custom Name Preview 123

[ ] conce Default Help
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CALIBRATION

A Instrument 1 - Chromatogram "D ne_Sample -
File Edit Display Chromatogram Method Results SST View Window Help Z ﬂ m @
. OE ARD AL A EREE] B RO A AR
*
Stored as *.cal files i
[y
.o : A 7 — Data\Wine_Sample - UV detector
Identification of compounds |, . — CataWine S i e
Q 0 - & o -
M .
based on retention time . § : ° . _
A 4 0 R g £ u -
s 0.4 A g g B S Z
Z d = @ £
ak : O - g
0.2 5
fe s : 8 A\
A oo —— A B A e : T
Ay 7 ; ; 3 : : ;
& Tme [min]
3 Result Table (ESTD - Data\Wine_Sample - UV detector) ‘Common
Calibration File (Peak Table)
Reten. Time Amount Amount%
A {in] Response N %] Peak Type Compound Name Wine l
1 1.063 46.953 0.022 0.8 Ordw oxalic T Gpen with stored calbraton
2 1.703 3822.474 0.247 8.3 Ordw ditric
o, 3 1917 8393.088 0,435 i Set... None
Q| el 2.800 3251.794 1119 37.8| Ordnr  malic | -
A Lh-m-—mm—m - - g S Report in Result Table
P 9 5.050 2883.019 0.723 24.4)  Ordrr  lactic O All Peaks
11 6.847 2275.171 0.183 6.2 Ordw  acetic O Al Identified Peaks
.0 Total 2.963 100.0 ou Rl
- Hide ISTD Peaks
#
Results All Signals Results Summary i L« iti SST Results -
4¥ For help press Fi. Overlay

P009/100B 14/05/2025 BASIC OPERATIONS / CALIBRATION PAGE 25



CALIBRATION
MANUAL CREATION

Acquire and integrate standard samples

Set calibration options
Add (concentration) levels

Open
Standard

Enter Compounds'’

Names

Save calibration (1sttime only)

Link it to chromatograms

P009/100B 14/05/2025 BASIC OPERATIONS / CALIBRATION / MANUAL CREATION
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CALIBRATION

CALl B RATl O N O PTl O N S Calibration Options (Calib\Wine)
Calibration Options Defaults
Display mode — ESTD, ISTD etc. Soen e oy b
IEX H form, 9 mM H2S04, 0,5 ml/min ESTD
Calibration Number of Signals 2 v
- Automatic — recommended e i CRReists
. . . . © Automatic O calibrate [CJDeviation
- Manual — addition of each peak requires manual confirmation ST © Facaltrae ;
Mode Apply on Recalibration (O correlation
- Calibrate - peaks added to first empty level Oon Al Srle ol ’
R | k , (O On Active Signal (O Average
- Recalibrate — peaks applied to selected level = e PR
Recalibration ot et
- Replace - only uses last measured response (CRecalibration Search Criteria 1 %
- Average — uses averaged response from “x"measurements B e e
. {8 Update Retention Time
Compound units () Defauit Injected Volume 0 w
d Displayed in result table [JJRetention Indexes use Log. Interpolation with Unretained Peak

[CJResponse Factor as Response / Amount

e
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CALIBRATION
FILLING LEVEL 1/4 - OPENING STANDARD

L Instrument 1 - Calibration Nonan LZ instrument 1 - Calibration No
File Edit Display Calibration Viey Filé Edit Display Calibration View Window Help A mamd @
e [H dce.  BE =N x] [y - =] AR RMRR L avtomatic  + Calibration ~ on All Signals - RELE \E‘
Calibration Summary Table (ESTD - Noname - Signal 1)
sed G
Reten,  Left Right Respo| Manual Level 1
Used Name . PeakT) Named Grt 515D Use ISTD Peak Color|  LOD L
O Enmre) Time | Window | Window e bt O |nse | ReSP. Response| Amount Resp.Fact] Recho.
a
[ Calib\std 1, Linked Calibration: <None>
— Calib\std 1
©
g g
B ) £
2 - ~ ®
L
Compounds 50| - - - a g
o -
For help press F1. g g @ o bt
e I L0 I /\+/\\
Ly | s s T it ot
T T T T T T
0 2 4 E 10 12
Time [min]
Compounds =
For help press F1.
PAGE 28
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CALIBRATION
FILLING LEVEL 2/4 - ADDING PEAKS

L Instrument 1 - Calibration Noname <-- ESTI ODIFIED) = g X

L& instrument 1 - Calibration Noname <-- ESTD File Edit Display Calibration View Window Help i lh o m @
File Edit Display Calibration View Window Help H = -
: ‘ T Rl EEH E0 dGcE- AR RRRR 1 : Astomatic - calibration - on Al Signals - W;,E‘
W O AGEE. C] 62} & :
= Calibration Summary Table (ESTD - Noname - Signal 1)
Reten. Left Right Reten. Left Right Respo Manual Level 1
Used  CompoundName - PeakT, Used Compound Name Tme | Window | Window PeakType|  Named Groups Is 1STD Use ISTD Peak Color  LOD LoQ e Rem. g ==
(m] 1| [ Peak3.6% 3.690 | 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 24.9800 0,000  0.0000
2 [ Peak4.020 4.020 | 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 78.3203 0.000  0.0000
3 | [A Peak4.337 4.337 | 0,200 min | 0,200 min Ordnr None 0.000 0.000 A 0.0000 | 287.9855 0.000)  0.0000
4 | [ Peaks.s3 5.930 | 0.200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000| 26.6010|  0.000  0.0000
5 | [4] Peaks.827 6.827| 0.200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000| 158.8532|  0.000  0.0000
6 | [/ Peak7.080 7.080 | 0.200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000| 680.1291|  0.000  0.0000
7 [ Pesk9.s3z 9.533 | 0.200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000| 154.0572|  0.000  0.0000
8 | [v] Peak9.897 9.897 | 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 | 134.1589 0.000)  0.0000
0
m &
) Chromatogram: Calib\Std 1, Linked Calibration: <None>
2
200 — Calib\Std 1
i :
2 1
-y -
BV 2
e =S 1004
o ; i "
o 2 4 - ]
50 5 M 8
Compounds 2 a =
b ! e | 1
For help press F1. o . y - |
0 2 4 5 3 0 P
Time: i}
Compounds Peak 3.690 Peak 4.020 Peak 4.337 Peak 5.930 Peak 6.827 Peak 7.080 Peak 9.533 Peak 9.897 -
For help press F1. )
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CALIBRATION
FILLING LEVEL 3/4 — NAMING COMPOUNDS (s evet ony

L Instrument 1 -

on Noname <
File Edit Display Calibration View Window Help

EEA =0 AGE-

OREERERER §

ESTD (MODIFIED)

Compounds | Peak3.690  Peak4.020  Peak4337

For help press F1.

P009/100B 14/05/2025

File Edit Display Calibration

E Instrument 1 - Calibration Noname <-- ESTD (MODIFIED)

DR M0 @

View Window Help

EEA &0 @gAem. xEE 9 JARBRMIR T+ Avtomatic - Calibration * on All Signals - REJ;;.E]
Calibration Summary Table (ESTD - Noname - Signal 1)
Reten. Left Right Respo  Manual Level 1
T Named Groups
T | wesdow | widow |PeBkType IsISTD Use ISTD Peak Color  LOD =3 55 12T i il
3.690  0.200min | 0.200 min Ordnr None 0.000  0.000 A 0.0000 24.9800  0.000 yili=
4,020 | 0,200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000 78.3203  0.000 if=
4.337 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 287.9855 0.000 /1] e
5.930 | 0,200 min | 0.200 min Ordnr MNone 0.000  0.000 A 0.0000 26,6010  0.000 0000 Y1)
6,827 0,200 min | 0.200 min Ordnr None 0.000]  0.000 A 0.0000 158.8532  0.000 0.0000 11 =
7.080 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 680.1291 0.000  0.0000 ULl e
9,533 0.200 min | 0.200 min | Ordnr None 0.000  0.000 A 0.0000 154.0572  0.000 00 1]
9.897  0.200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000 1341589  0.000  0.0000 11 e
mv Chromatogram: Calib\Std 1, Linked Calibration: <None>
200 — Calib\Std 1
150
o
-] g
= 100 ~
5 ™
: ~ 0§ w ~ e
50 n - M 2 @ 8
o g ) © o a
I a
2 /\/\_| a i M
0 T T = T f |
T T T T T T
0 2 4 6 8 10 12
Time [
Compounds Cl Tric Bromodic ISTD -

For help press F1.
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CALIBRATION
FILLING LEVEL 4/4 — FILLING AMOUNTS

~ on All Signals -REAX. @
Respo| Manudl Level 1
wo | U
= fse | ResD. Response| Amount Resp. Faq
0.000 0.000 A 0.0000  24.5800) 0.000] 0.0004
0.000  0.000 A 00000 783203  0.000| 0.000f
0.000  0.000 A 0.0000| 267.9855  0.000
0.000 0.000 A 0.0000 26,60 0,000
0.000  0.000 A 0.0000| 1588532  0.000| 0.000)
0.000  0.000 A 0.0000| 680.1291]  0.000| 0.000)
0.000 0.000 A 0.0000 | 154,057 0,000  0.0004
0.000  0.000 A 0.0000| 1341583 0.000| 0.000)
—
-
? 7
o &
FANTAN
T T
s I

P009/100B 14/05/2025

LZ instrument 1 - Calibration Noname <-- ES’

File Edit Display Calibration View Window Hep [AEL M A M @
EEA EQ ARp. X [>) o RARRIRIR 1+ automatic  ~ Calibration ~ onAll Signals -RAXY. |i’
Calibration Summary Table (ESTD - Noname - Signal 1)
Reten, Left Right Respo  Manual Level 1
e Window  Widow PeokType| NamedGroups | ISISTD Use ISTD Peak Color|  LOD LoQ e | Resp. e
1 3.690 | 0.200min 0,200 min Ordnr None 0.000  0.000 A 0.0000 0.0160 11 =]
4,020 0.200 min Ordnr . 0.0051 1=
- 0.0014 1=
0.0150 11|
5 None 0.0 11
6 None 0.0029 1=
7 0.200 min Ordnr None 0.000 0.000 A 0.0000 0.002¢ 11| -
8 0.200 min Ordnr None 0.000  0.000 A 0.0000 0.0030 1=
vl ct Calb\std 1, Linked Calibration: <None>
200+ — calib\Std 1
150-{
o
£ 0o g
£ o
>
. n ~ =
2 - = - g B 8
g g P a o &
s /'\/\1 o 1 f\Jr[\L
0 T T T T LI T
0 2 H 5 H 0 2
Time [min]
C (e i Tetrachloromethane Br i I1sTD i th, -
For help press F1.
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CALIBRATION
NEXT LEVEL

Repeat the previous steps for each level
Use “Calibration” settings

P009/100B 14/05/2025

- New peaks added to empty level

alibration Nonam

File Edit Display Calibration View Window Help A Aam
EEH S0 ARE. X5 JRRRR "Auwmm + [ Catibration = |on an signats - REX .
Table (EST ~Sgnal 1]
Reten, | LeRt t Respo| Manual Level 2
Used  Compound Name Rt beskType  NemedGops | IsISD Use ISTD PekCobr| 100 | 10 |rce | Resp. L!W'W"Wmm_]
1 Chioroform 3.697 0.200 min | 0200 min Ordor Hone 0.000  0.000 A 00000 577532 0.000 O
2 Trichloroethane 4.037 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000  188.4694 0.000 0.0000
3 Tetrachiorome thane: 4,360 0.200 min | 0.200 min Ordnr Hone 0.000  0.000 A 0.0000| 7232582 0.000  0.0000
4 Trichioroethylene 5.943| 0.200mn | 0.200 min Ordnr Hone 0.000 0000 A 0.0000 623953 0.000  0.0000
s Eromodchlaroethane 6843 0,200 min | 0.200 mn Ordnr Hone 0.000  0.000 A 0.0000 384957 0.000
[ 7.090 0,200 min | 0.200 min Crdnr Hone 0.000  0.000 A 00000 6224508 0.000
7 Tetrachiorogthyiens 9,547 0.200min | 0.200 mn Ordnr Hone 0.000 0000 A 0.0000 357,247 0.000
8 Dibromochioromethane 9.907 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000| 329.5001 [ 0.000]
O
- Caib\std 2, Linked Calbration: <None>
i — Calib\std 2
150
-
-
§ o g w8 ~ o=
2 o~ -1 Bz
& o © E-
50 3
g2 = z
- w
1 1 L
o T f T T T T
0 2 ) 6 8 10 12
Time: [min]
Compounds | Chioraform 1510 -
For help press F1.
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CALIBRATION
SAVING

TD (MODIFIED;

File Edit Display Calibration View Window Help A M
2] < ARALRIRIR 4 + Avtomatic - Calibration - on Al Signals -REAY. III
Calibration Summary Table (ESTD - Noname - Signal 1)
3 Left Right Respo  Manual
S e | PeakType  MamedGroups  IsISTD Use ISTD Peak Color  LOD 100 me Resp. Ty
1[4 Chloroform 3.717 0,200 min | 0.200 min Ordnr None 0,000  0.000 A 0.0000 247.9967 yifi=]
2[4 Trichioroethane 4.053 0,200 min | 0.200 min Ordne None 0000  0.000 A 0.0000 | 753.9698 11 i |
3 E Tetrachloromethane 4.387 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 | 2572.767 11 e
4[4 Trichioroethylene 5.960 | 0.200 min | 0,200 min Ordnr None 0,000  0.000 A 0.0000| 273.9507 __5.000 11 [l=
5 [ Bromodichioroethane 6.870 0,200 min | 0.200 min Ordnr None 0.000  0.000 A 0.0000 | 1516.920 [ 5.000] 1 i)
6 E ISTD 7.107 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 | 653.6764 2.000 11 -
i E Tetrachloroethylene 9.567 0.200 min | 0.200 min Ordnr None 0.000 0.000 A 0.0000 | 1337.281 5.000 11 e
8 [4 Dbromochloromethane 9.930 0,200 min | 0.200 min Ordne None 0000  0.000 A 0.0000| 1259.055  5.000 1=
a
[mv] Chromatogram: Calib\Std 4, Linked Calibration: <None>
— Calib\std 4
250 o .~ ®
= ]
5 ~
200 o & &
& 150
3
= 100
50
0 T !
T T r T T
0 2 4 8 10 12
[min]
c c ISTD D -
Save Calibration
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CALIBRATION

File Edit Display Calibration View Window Help
INDIVIDUAL COMPOUND TABS.__ === R T SV I
eporee [ Amoctt [ BB | ecr, | uged Chloroform - 3,717 min, Signal 1
1| 23,5632 0,400 11 ]
o . 2 | 57,2335 1,0000 1|
Details for the given compound [ sz smm i)
4 247,6095 50000 O, 11| 0,4
5 | 00000 0,000 0,000 =
Overview of all levels o N &
Peak Type Ordnr ~
H oW |d e ntlﬂ ed Retention Time 3,717 min
Search Window Abs v
sl Left Window
How quantified o
Pesk Selection Nearest hd
Calibration curve graph — = |l .
Quantification ]
Response Base Area o g
515D None v =
8
Use [STD 15D ~ 17
Curve Fit Type Linear - -g 0,24
i g
Origin Compute with Origin P e
&
Weighting Method None v
Linearization X None 4
Linearization ¥ None v
Correction Factor 1
Caleuiate By ~ 0,1
Caiibration Curve
Correlation Coefficent (7): 0,997253
Determination Coefficient (R2): 0,994513
Residuum: 0,01046
Equation: ¥ =0,15064% +0,01128
0,0 T T T T T
0,0 0,5 1,0 1,5 20 25
\ Amount / ISTD1 Amount.
ds | Chiorofs 1STD D

For help press F1
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CALIBRATION
LINKING TO CHROMATOGRAM

File Edit Display Chromatogram Method Results ST View Window Hep AR Lz @
EAHO® AR® j-_mé-::ﬁ_;,ﬁ_nqpn_@-------------..
/2 [mv] = =
L = 2 pata\sample_vial_6-2
Fic tat Onpiay Chiomatogm wemos Resuns ST view wioow Mew DEL LE [ n - g g 2
= oF ABSD P R N = R I | PR H - .5 5 g
z
2 R H ¢ : f:
4™ " . B 5 H
2 & z
- = 9% !' 20| s E z
R o gy B sy S t 2|3 4] ~
2 § EE LN - ] 213 2
'l B [' 18 = T o S 5 5 5
0w =1 R - B s % g f|[2 z
[ - o - ~
ane 5 J"\ \ B [ |% o il f'l[/L‘J\ul LN Tl : AN : | b
R bl / Aa JTA, /) H A
A A 0 2 4 6 E 0 12
A S H ® Time [min]
g et Tobie (nca -DataSarle Ve 62) a ( Result Table (ESTD - Data\Sample_Vial_6-2) ) Common for All Signals
Reten, Tine Calloration Fie (Peak Table) e
A P = Reten. Time Amount | Amount%
U T — A frin] S [0} i Gt e tny_caib s <
il R I - A1 0.5%0 3963 0000 00 ) Open with stored caliration
8 vem| s ams Al 2 094 2035 0.000 00
of s @ em e Nl 1.400 35.640 0.000 00 Nne View
yls 1001 w2 a0 4 1.650 51.550 0.000 0.0
] - o |3 3667 62733 1243 1.5 Ordw  Chloroform FEcn ReitTabe, LEnled peske
af ol ssulwressim 6 4000 188,187 1218 113 Ordw  Trchloroethane O AlPeaks ResponseBase: O Area
] B —— - L & 4320 71151 1.294 120 Ordw  Tetrachoromethane O Al Hdenfed Peaks Oreight
e e s rle 5510 67.722 1217 112 Ordw  Trichloroethylene Y
b T — [ 6817 387.435 1.2% 114 Ordw  Bromodhioroethane i 0
E0) 7.060 665.757 2077 192 Odw IS Hide ISTD Peaks Hescoperad
. R u 8.527 3%3.746 1.306 121 Ordw  Tetrachioroethylene
R mems | Ansgnafens  Summay w2 o887 Ty 1537 LAl o e Scale Amount [ul] ISTD1 Amount [uL]
LY Forhsp press FI. Y 10.107 2.966 0.000 0.0 (Duse Scale Factor 0 2
£\ Total 10,823 100.0 ) Scale Factor il P P~
R imite u ) 1
o |_AGuits | AllSignals Results  Summary Conditions  SST Resufts o
For help press F1. Overlay

I Calibration from method is automatically linked to all measured chromatograms
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REPORTS
WHERE TO ENABLE/EXECUTE

Results SST View Window Hep [AFL Lz @
@k #HEE [ ar b |
A B WEport Setup “Chromatogram” (Ctrl+ Alt+P)
H : [mv) port Setup, = =
anually rTrom given winaow Ayl & 22— oumismpie vl 6-2
a : 5 o .
G 4 R H £ 3
60| £ ¥ 3
Automatically after analysis end | - % £ 3 i
M [ £
h § §i i
. $, R - I~
A
Batch dialog a x
§ X = Options
Single Analyss o x e Fie Type: Complete Processing
18 0pen in Civomatogram Windaw - Chronatogans = St
n - P U 2
I hss e A S wa;seme jpdate i
Bt Resuts To P07 analyss Est. Iy
[ i Preserve Update Clone New
= Unselect Al
(0] 0pen Ovomatsgram withstored Caitwation A [JReprocess by Method Demal -
(Oindude Chromatogramin SST o Sortby: Integration
[C)Export Chromatogram in ALA Format & O hame Preserve Update
(ClExport Cromatogram i TXT Formot Caliration
(CJExport Cvamatogram mEZCrvam Asci Format o, OModtcaton Tme R Lpdete
(CJExport Chromatogram nMbdatector Format i, o
Post Run Options.
Frooe o B E 0 ascending 18 Open in Chromatogram Window
O Descendng (Oprint Resuits
Par o
e o ‘“ {8 Print Resuils to POF gz ()
o BEgortData
'y Dshowiiet
() Open in Calibration Window
Indude in SST Unchanged v
File Edit Sequence view window Hep AP A L2 Su Open with calibration Unchanged ~ -
EE BES. * . (D) Export Chromatagram in ALA Format periay| 4
o rn| o [ o [ seen | e [l R Prle] e [(Ee BRI Ot Ormmingon T Formt
f i 11 1 Halocar... 0400, 2000 1000 150.000 %Q Sn | 1Demo1 w0 |0 10O DEport Chvomstogram in EZvom Asci Format
2 2 2| 1 Haecar.. Std2 1000] 2000 1.000  150.000 %Q Stan 2 Demo1 albration glolg o (0 Export Chromatogram in Multidetector Format
3 3 3| 1 Hboear... |SW3 3000 2000 1000 150.000 %Q St | 3Demo1 e | O 1O (00O
4 4 4|t Haocar... St 4 5000 2000 1000 150.000 %Q Stan | 4Demoi A lO|=8 0 Program to Run
s 5 8 2 Halocar... 5000 2000 1.000 150.000 %QVial_, Unin Demol Iysis 1018 0
0 (Wl Inl iuln] &
Parameters
For help press F1. Single Analysis: Disabled - No configured detector Viat: 1 /Inj: 1 File Name: = »
Proceed Cancel Help

PO09/1008 14/05/2025 BASIC OPERATIONS / REPORTS PAGE 36



REPORTS
REPORT SETUP

"Printing method” set separately for each window
* sty files in COMMON folder

— o

r
@ Instrument 1

File Edit Display Chromatogram Method Results SST View Window Help PAEL L M quence Demo1
HIOE A n #EEE] a4 p b [l = = | File ot Sequence View Window Heo AR M LXE] @
Ry BEE | BRE. D XE o - > & o
4 Cogrest S Ginae gy Sampie | ISTD1 | Sample Inivol. Fle  |sample Method Report Open
ﬁ Status Run | SV EV IN  Sample ID sample |yt | Amount | Dilut, ] Name ype | M Name Style Open | oy, | Print
é 1 1 1 1Hdecar.. s 1 0400 2000 1000 150.000 %Q Stan 1 Demo1 Analysis
2 Page Setup B Print Orientation : d !
Z rin 3 - E ————
- 9 Lab. Header (CJon New Page O Portrait @ Fired Height: 100 fum] 3 ||Repert Setup Analysis X 0
= 4
A © Report Header " Olandscape  No. of Pages: s 5 A x
iy . @ Method Oal 3 Page Setup Oerint Info
A g | O calbraton O e e e © Lab. Header On New Page Table Cancel
O3 = || LG ey O Only Active Signal O Signals © 25 onSareen e
:5 Oineain Ochvamatograns O Whle Chromatogram
Open...
AN (e © not Tiled OBoth =
n Q ssT
Sinale Anal
Gp O Audit & Signatures Single Ana [} X
2 © Lab. Footer
R
A B Cpen in Chromatogram Window
ﬁ [ Print Results Repart Style
a {8 Print Results To PDF Analysis Edit...
ald [ Funort Nata
2 Epol up Analysis

N E Report Setup Anal
PN

Page Setup [JBlack and White Print

@ Lab. Header 18 Print Background Color of Graphs Header Font....
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ADVANCED CHROMATOGRAPHY SOFTWARE

THANK YOU FOR YOUR ATTENTION



